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INTRODUCTION

Indigenous Saccharomyces cerevisiae strains, occurring in spontaneous
wine fermentations, usually display a high genotypic and phenotypic
diversity which can significantly affect chemical composition and sensory
qualities of resulting wines [1; 2; 3].

Moreover, some indigenous S. cerevisiae strains can be found during
alcoholic fermentations in consecutive years as predominant strains, so
they seem to be representative of a specific oenological ecosystem.
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To assess the genotypic diversity within natural Saccharomyces cerevisiae

mitochondrial DNA restriction analysis with Rsal endon
populations in numerous wineries in the course of alcoholic fermentations with primer 612- 621.
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CONCLUSIONS

The occurrence of specific S. cerevisiae strains in each winery supports the potential role of these microorge
associated wine characteristics and their selection could represent a resource to contribute in preserving the typi
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